Database Schema

List of pregenerated tables

map_accession_hs
map_accession_mm
map_accession_rn
map_affy_hs
map_affy_mm
map_affy_rn
map_cloneid_hs
map_cloneid_mm
map_cloneid_rn
map_ensembl_hs
map_ensembl_mm
map_ensembl_rn
map_entrezgene_hs
map_entrezgene_mm
map_entrezgene_rn
map_refseqrna_hs
map_refseqrna_mm
map_refseqrna_rn
map_refseqpeptide_hs
map_refseqpeptide_mm
map_refseqpeptide_rn
map_swissprot_hs
map_swissprot_mm
map_swissprot_rn
map_unigenecluster_hs
map_unigenecluster_mm
map_unigenecluster_rn
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Note: All tables have the
same fields as the one
shown. When multiple
identifiers map a single id,
those are separated by a “/’
in the record.

map_accession_hs table

unigene varchar 64
ensemblgene varchar 64
ccds varchar 64
description varchar 255
locE_start varchar 64
locE_end varchar 64
locE_chr varchar 5
locE_band char 2
locGP_start varchar 64
locGP_end varchar 64
locGP_chr varchar 5
locGP_band char 2
hugo varchar 64
refseq_rna varchar 64
refseq_peptide varchar 64
entrezgene varchar 64
clone_id text

accession text

affy text

swissprot_name varchar 64
swissprot_accession varchar 64
embl varchar 255

pdb_id varchar 64

ipi varchar 64

go text

mim varchar 64

pmid text

keggpathid text
reactpathid varchar 255
reactpathname text
reactreacid varchar 255
reactreacname text




